Tracking capybara (Hydrochoerus hydrochaeris) feces contribution method in aquatic environments using sterols.
The monitoring of fecal contamination (human and animal) is an incessant challenge. In this approach, microbiological methods play an important role, though with substantial limitations. Organic compounds, such as sterols, are often used to trace fecal contamination. Although the fecal sterols profiles of some animals are already known, capybara, a typical mammal from South America, is a significant contributor to aquatic fecal contamination because of its water dependence; and still there is no one way, scientifically speaking, to trace its fecal contribution. The aim of the present study was to provide a tool to measure the temporal fecal contribution of capybara in aquatic systems. We examined the sterol content of capybara feces and compared with another species (sheep, cow, horse, pig, hen, duck, cat, dog, opossum, and human). From numerical relationships among fecal sterols, 6 ratios were delineated and tested to assess their potential to identify the capybara feces contribution in contaminated environments. Statistical analysis showed that 3 ratios were able to differentiate capybara feces from other sources. Such ratios were applied in samples of a sediment core from an urban area in south Brazil with a large capybara population. The temporal trend showed a significant contribution of capybara feces in the last 100 yr. Environ Toxicol Chem 2018;37:353-361. © 2017 SETAC.